Two types of hybrid chiorosis, 1 and 2, are known in wheat.
The factorial basis of type 1 chlorosis was established by Hermsen (1966) and Tsunewaki (1966) . It is caused by two complementary genes, Chi and Chg. Ch2 was located by Tsunewaki and Kihara (1961) on chromosome 3D. For the Chi gene, Nishikawa (1964) reported a location in the A or B genome but not in D. Recently, Hermsen and Waninge (1972) have suggested that this gene is carried by chromosome 2A. However, some ambiguities exist in their results.
The present experiment was done to confirm their results, using a more critical monosomic analysis procedure. Therefore, we believe that the deviation of the segregation ratio observed in Mono-3B is due to a sampling error. From the final test-cross, the results summarized in Table 2 were obtained. As the control, eight progenies of the disomic line were tested and showed the expected 1:1 ratio of normal and chlorotic plants.
MATERIALS AND METHODS
Eleven monosomic lines also fitted this ratio while Mono-2A, -3A and -4B showed significant deviations.
The deviation found in Mono-2A was extreme, the chlorotic plants occupying 86% of the total.
A test of heterogeneity among all the lines examined revealed a highly significant heterogeneity of the segregation ratio.
On the other hand, the heterogeneity became negligible when Mono-2A was excluded from the test. From factorial analysis, it is known that a single gene (Chl) in the A or B genome complements the Ch2 gene in the D genome. From this information, we draw the definite conclusion that the Chl gene is located on chromosome 2A.
In the experiment of Hermsen and Waninge (1972) , a similar monosomic analysis design was used to locate this gene. However, in the final test-cross, they used pheno- Table 2 . Segregation of normal and chlorotic plants in 14 monosomic lines and in the disomic line after the final test-cross shown in Fig. 1 typically normal monosomics as the females to cross with Chinese Spring. In this cross, the normal (n=21) and chromosome deficient (n=20) gametes will be fertilized in the approximate ratio of 1:3. Consequently, about a 1:3 ratio of normal and chlorotic plants will be obtained by the test-cross.
In contrast, the test-cross was carried out in the opposite direction in the present investigation, i.e, monosomic plants were used as the pollen parent.
Since there is a great advantage of the normal pollen over the chromosome deficient type in fertilization, the segregation of normal and chlorotic plants in the test-cross should deviate from the 1:1 ratio, probably approaching a ratio of 1:9 even when 10% of the egg cells (a slight overestimation of the real frequency) is fertilized by the chromosome deficient pollen grains.
Therefore, the author's design for monosomic analysis is more critical than that adopted by Hermsen and Waninge (1972) .
Though this analytical difference existed in the procedure adopted, the present investigation confirmed the results of previous workers on the location of the Ch1 gene.
SUMMARY
Monosomic analysis was carried out to locate one (Ch1 gene) of the two complementary genes controlling the hybrid chlorosis type 1 in wheat. The result revealed that the Ch1 gene is located on chromosome 2A; thus, confirming the previous report of Hermsen and Waninge (1972) based on a slightly different procedure.
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